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Insights through Diversity
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Analysis without Allele Frequency Community filtering

Analysis with Allele Frequency Community filtering

Ingenuity Variant Analysis 

How Well Does it Work?

Demo case

•	Male

•	Tetralogy of Fallot

•	Choanal atresia

•	Hypoplasia of the semicircular canal

•	Mode of inheritance - likely de novo   

> 75 % 
reduction 
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QIAGEN Ingenuity Variant Analysis

•		 Free to join - www.allelefrequencycommunity.org

•		 Over over 103,000 samples, including over 11,000 whole 

genomes

•		 Improves over time as it is used!

•		 Available today in QIAGEN’s Ingenuity Variant Analysis - 	  

www.ingenuity.com/variants

•		 Benefits from foundational community resources, including 1000 	

Genomes Project, the Exome Aggregation Consortium (ExAC), 		

Exome Variant Server (EVS), CGI public exomes, and Kaviar

Identify causal variants from human sequencing data in just minutes.

•	 Intuitive, user-friendly interface - No bioinformatics skills needed.

Whole Genome Data – 1% maximum allele frequency

•	Knowledge driven algorithms and analytics - Genetics, Statistics, 				  

	 Functional Prediction.

•	Sharing and Publication Tools - Easily collaborate with colleagues and 		

	 peers. Export data and graphics to aid in manuscript preparation and 		

	 publications.

•	Scalable processing capacity - Analyze thousands of samples 					  

	 simultaneously.

Genomic Crowdsourcing: 

Sample to Insight

– 	Interactive Filter Cascade - Rapidly eliminate common and non-deleterious 	

	 variants with a basic set of filters. 

– 	Iterative analysis - Apply a hypothesis, visualize and evaluate results 		

	 in real-time.

– 	Curated up to date content at your fingertips - Utilize The Ingenuity 			 

	 Knowledge Base™ containing millions of biomedical findings and  

	 mutations, accurate, up-to-date and curated by experts, from the literature 		

	 and public databases.

– 	Causal Network Analytics - Identify variant in genes within 1- or 2- network 	

	 “hops” of upstream or downstream mutated genes.

Allele Frequency Community Provides Expansive, Ethnically Diverse, Freely Available Community Resource for Allele Frequency Annotation
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